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fir g b 8 W330S A, A0 A 2N, B O 6~39, F 3 S {x A H # 4 16.500 0;
A % S 3 BN B 1.3529~33.361 7, T4 49.5172; L3 4 A JE (H,)3E B 3 0.200 0~
1.000 0, FH#4150.6715; Hi% 24 & (H,)5% B % 0.265 6~0.987 7, F#150.832 1; Shannon-
Weiner # ()36 Bl % 0.648 3~3.585 8, F3#{H2.2769; % A1z B4 & (PIC)% F % 0.254 5~
0.9692, F3#140.8035, A 16L& 4 4 Hardy-Weinberg ¥ #7. FAEAAE T, N, FHE
#10.250 0, N, F 14 %5.843 4, HFHHE £50.6391, H ¥ 507636, I FHE A
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AP [F) 2 SeAR e (B EE IR, BEHUDNAK il
R, B A BGLIY, BAA ARG R
W MERRE (99%LA 1) S, FIRE
FHE®mIIRE, HATC LM M FEWN TR A,
JUEZ NI SR AR AR A
DNA, X H¢FRA B 5 & JF 5] (simple sequence
repeat, SSRs)al 4 £ 1% & & ¥ 5l (short tandem
repeats, STRs), & 1 2~6 4% 11 R HA JC 41 hl 1) £
KELEFY . EH-BESEZSNBRRELT
B0 R0 iy ey R ST (8 0 38 7 37 k[ g )1, AR
TR B AR SE R A P, B e R %
KR E | BERIRAL G540 o BT B 35t A% 13 4 2
U, S A R T M A
Sy FhRid, WangS5 Nl B & R M S 1325 K4t
Wik SR AP AN A T 1T B2 ARIE ;. YuSEPI A
23 8034 K AL WG HE sk 4P 51 v 345 TSI LA
Frid; WangZE 29 10145 36 M 4L 15 (C.
virginica)’f% L4y 51 3RS T 534N R A i,
(AR A 2FH X REAR G & T 2RIl

ARSI 55 38 3 v 3 S DU P Y B A A BE A 4 W
AR T 200 m 2 SN T AR, F
FH I 86 57 X6 — A A A R — A % B B AR 1)
WA ZREPEHEAT T o, IR I T X 2E AR i
TEIE Zx by aE YRS O

1 MEHSTE

1.1 SKIEMR

S A BH L B 24> RE A 4 W Y B AARRE R
214 REAR W 30 25 b I SRR i . D32 E REAR G
Wi SR AR AR R AR ), L3011 K @F
L R B A B HBER TXX ), 22284
A QUr R, R ARG . KAt . F
WG AT A4 . A WE 4 W5 (Saccostrea cucullata)
W15 41 W55 (Ostrea mordax) VA S & B 41 Wi (Hyotissa
hyotis), BAWFPIANA

1.2 EFEEDNAWIRER L E

K AL B2 Wy 1 A /5% 06 B 4 O R 4 DN
FH 1% 6 W858 15 H VKR SR DNATY 52 8%, I
NanoDrop2000%5¢ #1735t BE 146 I DN A Ji2 Fi 4l
¥ . RBUS I DNARE S T-20 °CHEAE, i A i
B 520~50 ng/uL .,

R TR BEAS A R — SR kL
PADNAF) 16S rDNAKEH (F: CGCCTGTTTATCAAAAA
CAT, R: CCGGTCTGAACTCAGATCACGT)*} %
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AAMEBEFT YR Y2 . PCRIZWARZR50 uL: 5xPCR
mix 25 pL(genestar/A ), 10 pumol/LEY [ FiiF5 14
45 uL, DNABEHS pL, KE/KENS5F . PCRIZI
FEJF: 95 °CHIZE S min; 95 °CAEES50 55 50 °C
B k50s; 72 °CHEAH 1 min, FL30PMFEFF; 72 °C
ZAEff110 min, PCRy™¥)i%k & g sl S 4 E L ¥ 5
AR AT, DT 25 A NCBIEU R 2
PEAT HEXT 50 #T o

1.3 WIBESMIEIRITANE R

96 B8 AP R 0 R e ) R A A 0 RS
R JE 5 ZH DN A 2 Jb 5t i R B0 15 B RHL
A PR F BEAT Y, IR RS A A
ot BRSBTS 1™, e 192X M T2 51 Y
8 A T AW TRR () A BRA 7l 6 Al

14 WMIESIHIRHIE

Ve 5N [ AN AR DN AR B X 13 108 5 | 4 ik
0120 0k, 16 1 RE AR 2 4 i B E FRid i 51
Yy, T R R R B PCRFEAT IR SR EE AT
SIS FH A AY 2§ 9 Eppendorfif i PCRAY . PCRJZ
MAKZ 10 uL: 5xPCR mix 5 uL(genestar/y /),
WS4 1 puL (10 pmol/L), DNAREHR1 pL
(50 ng/uL), KEK#hFF. PCRINFEIF : 95 °C
AE M S min; 95 °CAE1:30s, iBk30s, 72 °C
FEMH 1 min, 30DE¥; 72 CCAIEH 10 min,
PCR™ ¥ 1 8% 2 P9 4 Tt Ji 35 Jie /xR 4 J= 19
T RAE
1.5 BHARZSMRN

Phik th Z 8 0Ehar . s PR s R AR E
5 T B bR i A T BF AR BEAAPCRY ™1, JF kA TF
M, PR O 0 % 51 9 % 37 5 BE R DN ABES T
oA, LR A B B A R AR SR B AR 1Y st 2
FEE . LA T W2 Enic MIM135] 4
( TGTAAAACGACGGCCAGT ) , PCRJZW 1A %
F:10 uL: 5xPCR mix 5 pL (genestar2y &), [iiF5]
#0.1 uL (10 umol/L), F##5I40.4 pL (10
umol/L), 9 EHIMI35[470.4 uL (10 umol/L),
DNASAR 1 uL (50 ng/uL), K@ K4h5F. PCRIZ
NREFF: 95 °CHIAMES min; 95 °CAE 130 s,
55°CiBk30s, 72 °CIiEH130s, 30 EH; 95°C
APE30s, 53°CIBA30s, 72°CHEMi30s, 81ME
R 72 °CALEM20 min, =Yk B R —HEIL AW
BHE A BRA AT B i,
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1.6 ZASMALLSHE R MR

e A WS A WG S 7 IR % Fh, B R3S
A DNAYE AR T 38 YRR . PCRIZ N 14
. RRIF RO E S W T e 4, PCR™Y)
FH 8% SR Py s Tk e B Fec il , AR YL Yt 5 A R AE
1.7 HIESH

i 11 Genepop 4.0.65K £ 4 Hardy-Weinberg
-fiif 5 Popgene 328K {4 43 M o p A5 v ik A 4L
(N, ARCERSEH AN, . W25 B (H,) . ]
P45 B (H,). Shannon-Weinerf§ %% (7); PIC
6.0 M A 28R B & = (PIC),

2 HEiH

21 SRS NMEERE
REZAS A 05 7 B AF AR (A) FL 42 B 407 A 44 iy 56

HZADNA, ¥ 25 5 AE NCBUEUHE 15 i 17
BLASTHEZ LA, 455 & 304 5 g RE A 4115
30 MR BEATRER S 1L Z R BT . REAR 4T
W5 B A AR (TXX) 2L 32 HU3 04 > 44 1y 56 5 4
DNA, £S5 A 2R REARGEIG A, 3% FH Tk
(28R HEA T R AR 358 % Z R S0 HT o

22 WIEEFRCHSZSESH

LA H 204 oA 28I TR ARIEER D,
5 TN T o 58 e P YK L S T M, B A o Y
WE(E Z 753 00014 I, UEHH X S f T EARid A
B A M (B ). 20 18 TR AR T 76 B A B
R R B e ) 28 (R 2) . BT N e B
A RO LY 1 330 SR S, A DA
7 N, N 6(XB1-83)~39(XB1-71), “F-¥{H 416.500 0,
N M1.352 9~33.361 7, F¥{H }9.5172; HoH
0.200 0~1.000 0, “F-¥I{4 40.671 5; H,}0.265 6~

R 1 203FEEAR IR T E SI44HHE

Tab.1 Characteristics of 20 pairs of microsatellite primers for C. sikamea

Glk7ae B Eiv-E A Em5IH(5-3") SR FIH(5-3")

locus accession no. repeat motif forward primer sequences reverse primer sequences

XBI1-6 MK359108 (CAT)yy ATCCAATTGTCAGTGCCTTTAGA AGCAATAACATCCACCAAAGAGT
XBI1-13 MK359109 (TTG)y AGCCTTATGTCGCTCTTTGATAA ACTATTGGGATAAAAAGAAATGTTCA
XB1-25 MK359110 (TATCA)g CTCCTTTCAGCAACCTTTAGAAAT GCAAGGTACTTACATGGTGAATTG
XB1-39 MK359111 (GTCT)g TCGAGTTATCGAGATTCACCTGT AAGCATTCCATTTGTAAGTGACTGT
XB1-41 MK359112 (AG);s GAATCTAGGCAAAAGTAAGGCGT TTTGCAAATAGCAACAAAGAACA
XB1-45 MK359113 (CT)y5 ATCGAAGAAAGACAACAGACTGG CGCCACATTTTTAATACCCCTAC
XBI1-55 MK359114 (TGA), AGTGACCTACCTTTGCATGTGTT ATTCTCTGCCCAAGTCTATCTCC
XBI1-71 MK359115 (AGAA)y TGAACATTTTTAAATTCCGTTTTG CGACAGTCTTTTCCAAATTCATC
XB1-77 MK359116 (GATA)g GAGATTGTCTACGCTTCAGGAAA CGAATGAAACTTCGAAGCAAGTA
XB1-83 MK359117 (AG)y4 TCTTGCTTGACTGGTTAGACACA TTGTTGATTATAGAAAAGCGTTTGA
XB2-12 MK359118 (TAAGC)¢ TGATTGACCAATATGACACCTGA CATGCATCAACAAATTAGGACAG
XB2-14 MK359119 (TGA), GACCGTTGAAAGTTGACTTCTGT TTATCATCGTTGTCGTCATCATC
XB2-20 MK359120 (CAT)y, TGTTTGTTGTAAAAAGGCTCTCA GATCTTAAGCTGGCTGATGACA
XB2-38 MK359121 (GA)y5 TTCCCATGTTAGTATGATCTCCTGT AGATACCTGCAATGTCAAAGGC
XB2-45 MK359122 (ATAG)g AAACGGACGGACAGACAGAC AGAAAGGGGATTCCTGTACTGAG
XB2-48 MK359123 (AG);s ATTGGTAGATTCCGCATACAAGA TCACATTAATCCCAAGAGAATGG
XB2-59 MK359124 (GA)6 TTGCATCTAACCGTTTACTATCG CAAATTTGAATATTTCTACATCCTGG
XB2-64 MK359125 (CA)6 CAAAAATTATGAAATTCAAGGCG ATAAGTCGAATGCTCTGCTTCAG
XB2-68 MK359126 (GAT)y TGCAAAAATAACACTAACGATGG TCATCATCATCATTTACCTTCCC
XB2-79 MK359127 (AC)14 CGACACCTTTAAGATGCCTAGTG ATGGTAAACTTCCCAGATGCTTT
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Fig. 1 Samples of capillary electrophoresis results for locus XB1-41

0.987 7, FH{E 40.8321; 1 70.648 3~3.585 8,
SEYMEN2.276 95 PICH0.254 5~0.969 2, “FI{E
$90.803 5., H, i T-0.700 OF A7 S Ay 124>, H oM
=T PER(H>0.700 0) LA 174, U7 s XB1-
25, XB1-39F1XB1-83) H X F0.700 0, PICHH
JEZ & (PIC>0.500 0)[ 1 s A 184, 1190%,
A7 25 XB1-25 PICH #°40.254 5, XB1-83/Y
PICE #40.3748, BT HELZENH.
2.3 Hardy-Weinberg &4

TEREASAL MG B A A A 4O BT XB1-45
XB2-12. XB2-20F1XB2-45 & - (P<0.002),
17120%, TEREAATWRFRFE AR, S S A RD
XB1-6, XB1-45, XB2-12, XB2-20F1XB2-45k &
A (P<0.002), 525%. HAYR DRSS
Hardy-Weinberg ¥ ($2),
24 FHEBENEEZHEMESHT

VA S AE SRR T AT T8,
B RE AR 3L B 205N ZE 7 LR, NLYE L

i [E /K 72 % 2> 32/ sponsored by China Society of Fisheries

2(XB1-6)~23(XB1-71), FH¥{H 410.250 0; N U
Bl k1707 8~13.043 5, FH{H K5.843 4; HyulH
$70.241 4~1.000 0, ¥ 40.639 1; H, [ K
0421 5~0.9390, “F-¥{EH0.763 6; I3E[HI40.693 1~
2.8136, F¥MH N1.791 4; PICTEH }0.375 0~
0.918 2, “F-H{E 40.720 7 (%2),

2.5 SIYIEA MR

T T M A AR KA WE . A A
A R U W T R A
TA YRR EAT 51 88 B PE AR (£ 3). XB1-6,
XB1-39F1XB1-45 3/ i f3 FE 8 ) Fl v 24 B 44
I H A XB1-41{URETE REA AL W5 rh 4 3 1y
Hi 44 ; XB1-83, XB2-38, XB2-48, XB2-
59FIXB2-7955 5% 5| W75 T REY 14 H 217 1 4 o
H R B 238 205 51 Pl P B B EE R
A A 75%, KA R T70%, it
WG AT WA W TR oA 45%, fE TR AW RO 25%,
B A 07 R A A 05 v R 20%
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R2 WHHIDESIMEFRBRGMFEREPHERSHEMSH

Tab.2 Genetic diversity parameters of 20 microsatellite primers for wild and cultured populations of C. sikamea

s B CETEISE AASEEG  WMRAR  mEsen  ShWOM  goappag Hade
locus  population N, N, H, H, Welne[rj‘u A PIC Wemb]e)rg$ fhr
XB1-6 A 13 2 2.000 0 1.000 0 0.5111 0.693 1 03750 0.000 0*
TXX 12 7.744 0 0.818 2 0.891 1 22256 0.8579 0.049 5
XB1-13 A 14 8 5.696 2 0.866 7 0.838 4 1.894 2 0.802 9 0.509 5
TXX 12 6.250 0 0.666 7 0.869 0 2.1352 0.824 3 0.020 5
XB1-25 A 9 5 3.428 6 04333 0.7203 13364 0.653 6 0.004 5
TXX 7 1.3529 0.2857 0.265 6 0.648 3 0.254 5 1.000 0
XB1-39 A 8 4 24059 0.518 5 0.595 4 1.0339 0.5243 04739
TXX 7 3.056 5 0.714 3 0.685 1 13451 0.624 3 0.507 6
XB1-41 A 22 7 4.6272 0.766 7 0.797 2 1.7179 0.757 1 0.584 1
TXX 15 11.2613 0.840 0 0.929 8 2.5389 0.904 4 0.052 5
XB1-45 A 21 7 4.795 1 0.3571 0.805 8 1.676 4 0.760 7 0.000 0*
TXX 14 11.764 7 0.200 0 0.938 5 2.5321 0.908 5 0.000 0*
XB1-55 A 20 10 43689 0.766 7 0.784 2 1.8272 0.749 6 0.1181
TXX 17 8.568 3 0.857 1 0.899 4 24555 0.874 1 0.664 7
XB1-71 A 49 23 12.277 4 0.827 6 0.9347 28136 09135 0.074 6
TXX 39 333617 1.000 0 0.9877 3.5858 0.969 2 1.000 0
XB1-77 A 35 19 13.043 5 0.7333 0.9390 2.710 8 0918 1 0.0317
TXX 20 7.0314 0.714 3 0.873 4 24591 0.848 5 0.088 9
XB1-83 A 9 6 1.707 8 0.400 0 04215 0.869 7 0.388 3 0.037 6
TXX 6 1.650 5 0.250 0 0.4013 0.861 7 0.374 8 0.007 3
XB2-12 A 35 11 3.8919 0.2917 0.758 9 1.808 2 0.722 0 0.000 0*
TXX 29 20.484 8 0.6154 0.969 8 3.195 1 0.949 0 0.000 0*
XB2-14 A 34 16 8.4112 0.800 0 0.896 0 24368 0.872 4 0.0380
TXX 27 19.702 7 0.8519 0.967 2 3.1350 0.946 9 0.1125
XB2-20 A 12 4 2.8752 0.241 4 0.663 6 1.1792 0.590 1 0.000 0*
TXX 12 7.3615 0.3571 0.8799 22145 0.850 9 0.000 0*
XB2-38 A 21 13 10.650 9 0.866 7 09215 24375 0.898 4 0.053 9
TXX 14 6.567 6 0.740 7 0.863 7 22253 0.8349 0.022 9
XB2-45 A 28 17 12.188 4 0.482 8 0.934 1 2.6391 09121 0.000 0*
TXX 22 12.2500 0.6429 0.935 1 2.7857 09132 0.000 0*
XB2-48 A 23 15 5.6250 0.600 0 0.8362 2.1188 0.806 3 0.0154
TXX 18 58790 0.629 6 0.845 6 22947 0.8171 0.012 6
XB2-59 A 24 16 7.7512 0.862 1 0.886 3 2.350 8 0.858 8 0.398 7
TXX 19 6.877 4 0.740 7 0.870 7 24414 0.8459 0.055 8
XB2-64 A 19 9 4.663 2 0.8333 0.798 9 1.716 9 0.753 1 0.558 2
TXX 15 7.3099 0.840 0 0.880 8 22845 0.8499 0.069 6
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gaR2 -
P BEA S fr RE DAL BREECERS  WMAAE g ShAmon oy Hady
locus  population N, N, H, H, Wem‘;ﬁﬂﬁ PIC Wemb;rgT—@]
XB2-68 A 12 6 4736 8 0.700 0 0.802 3 1.6250 0.756 6 03111
TXX 11 6.660 1 0.807 7 0.866 5 2.1103 0.8342 0.216 3
XB2-79 A 15 7 1.724 1 04333 0.427 1 0.943 0 0.400 2 0.075 8
TXX 14 52093 0.857 1 0.8227 2.064 5 0.787 1 0.0172
M A 21.6 10.250 0 5.843 4 0.639 1 0.763 6 1.791 4 0.720 7
TXX 16.500 0 9.5172 0.6715 0.8321 2.276 9 0.803 5
e FRoR A BEMZE R (P<0.05)
Notes: *. indicates the significant difference (P<0.05)
R 32039 514 G A0 E A AT
Tab.3 Transfer ability in related species of 20 loci
s RIAWEEIK AN polyacrylic acid electrophoresis strip
locus REAR 05 B ] 2 AL FaRtad ] EEL Lk =] AT EiCLad
C. sikamea C. angulata C. gigas C. hongkongensis _C. ariakensis __S. cucullata O. mordax H. hyotis
XB1-6 127~164 bp + + + + + + +
XB1-13 166~198 bp + + - - _ _ _
XB1-25 138~222 bp - + - — — + _
XB1-39 140~166 bp + + + + + + +
XB1-41 124~156 bp - - - - — - _
XB1-45 151~192 bp + + + + + + +
XB1-55 134~175 bp + + - — + — _
XB1-71 143~315 bp + + + - — - _
XB1-77 160~270 bp + + + + + - _
XB1-83 192~238 bp - - + - — - —
XB2-12 123~263 bp + + - — — — _
XB2-14 118~215 bp + + - + — - _
XB2-20 129~162 bp + - - - — - _
XB2-38 172~236 bp + + - + — - —
XB2-45 116~236 bp - - - _ _ _ n
XB2-48 129~193 bp + + - - — - _
XB2-59 175~235 bp + + + + — - _
XB2-64 135~178 bp + - + + _ _ _
XB2-68 128~159 bp - - + + — - _
XB2-79 114~156 bp + + - - — - _
S|9@MH % primer universal rate 75% 70% 45% 45% 25% 20% 20%
e+ RORRET I BRI, — RO REY G H SR
Notes: +. indicating the fragments appeared; —. indicating the fragments not appeared
3 Wie A g A A SV S R PR 2R A T 344
KA Z M TR AL s ek
TR T s e I ST A 1 25 4 o 22 )3k P HIAR%E (expressed sequence tag, EST)
PP RS TR, MR AN R TR ARG I 68 £ A P T s 2

SCIEAEGE: . PCRY™ G F v I i TR & 41k

Hp [E 7K 7% 2% 45 /5 sponsored by China Society of Fisheries
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PRI TR A o AR S50 R FH e 38 00 ) Y O Ik
KT 2028 EM T EiC, H¥YAMEORF
G, LAASTa] W % 8 52 07 X R A B 1 58 3 A
SO B RE A A W R DR 2 B A R B T A
WCTF AW 7, 38 5 w38 5 Iy AT DS 3R AR
EHZEESNM T A, H SR A
K, BEEE,

JIT A L R AE Y AR A e 2R 0 1 330 S
LA, SRR BGE R N 6~391, T WangdE™
1B 3~10 K YuSEP S B 13~114> . A 928
S B Z B AT AR N . D 2240 3 L
TR BT POBUE 120K L, ST R A AT
RESRIMNEEZTIL, KL AP T3
B, Bk EE T REF IR T27 bp, Bl E
BEWRBHRKTHETORWITI, WD ETFIN®
K. Qu g5 il H B4 08k H
Ko BHERIKA S THNIRERNS I, EH%
H 4 257 43 F i K/NB o3 R, #7550 B A
SR REK . SN E B2 5
RE ZZ i), B A R UK L SRV M T M 56 i
VKRG . "™, BAERIGEL RS, HE
A B 43 B A D 4 AR 22—

20/ A B AR B A P A 440 83 fi B3 Hardy-
Weinberg V-fj , 171 75 77 58 B A T A7 57 5 D 25
Hardy-Weinberg V- fif . X 7] fig 15 & A 4 Wi (14 A= 1%
TraA K, REAHEWG — s [ G A0, 16 il
FlB /N, 455 S 30R KA, M 2§ Hardy-
Weinberg F-fiij , 11 % 58 #F 44 BT FH A9 28 AR B i
— AR XA D, A AT B A TR s O 2 Hardy-
Weinberg F-fif 42 . BRULZ AN, ToRLSFA 36 R
&5 2R TR A 5 W 2 Hardy-Weinberg V- fiif 81 4
1 Ji R 22—

i 2 REMEZEENEL, —1Y
ol 1y 358 1% A8 S 7 Bl e T AR E M N A Y
WRED S, PICIEHE — 1 5 AR AR 19 B A 45 Ao ik
R Ar i >k 1 3L 2R A0 [/ — A 45 A7 bR id /9 7T fig
PR, P PICE M & S A FE N Fr B 2 28 M i AR 4
FEARCY, FRIEREAR PICT-H{E 50.720 7, J& T &
E2A, AFRMEEHRN T 2SO E
PR TR AERER . NG IR0, — J7 SR 5 A
AR B AR m s e 2, XS %EE
BFE TR R AR N AS A OCR, BHEREHKR
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Evaluation of genetic diversity and versatility of wild and cultured
populations based on high-throughput sequencing of
Crassostrea sikamea microsatellite markers

HUANG Piaoyi ', MA Haitao’, YU Ziniu’>, ZHANG Yuehuan’, GAO Hongmei', PENG Jianjun "

(1. College of Life Sciences of Chongqing Nonmal Univercity, Chongqing 401331, China;
2. South China Sea Institute of Oceanology, Chinese Academy of Sciences, Guangzhou 510220, China)

Abstract: Using high-throughput sequencing,we characterized 20 pairs of polymorphic microsatellite primers from
Crassostrea sikamea genome, and we examined the markers in a wild population. A total of 330 alleles were found
in 25 microsatellites.The observed number of alleles (N,) ranged 6-39 in average of 16.500 0,and the effective
number of alleles(N,, ranged 1.352 9-33.361 7. The observed and expected heterozygosity values range 0.200 0-
1.000 0 and 0.265 6-0.987 7, respectively.The Shannon Weiner index ranged 0.648 3-3.585 8 and Polymorphic
information content (P/C) ranged 0.254 5-0.969 2. 16 microsatellite markers accord with Hardy-Weinberg
equilibrium. Using these loci to analyze the genetic diversity of a cultured population, the average number of
alleles was 10.25; the average number of N, was 5.843 4. The observed heterozygosity (H,) average was 0.639 1;
the expected heterozygosity (H,) average was 0.763 6; the Shannon-wiener index ( /) average was 1.791 4; and the
polymorphic information content (P/C) average was 0.720 7. It was found that the genetic diversity of C. sikamea
cultured population was lower than that of the wild population, but it maintained a high-genetic diversity. The
results of this study indicate that in the artificial breeding process of C. sikamea, the use of a large number of
parents for breeding can effectively prevent the decline of genetic diversity of the cultured population, but artificial
breeding also has a certain impact on the genetic diversity of the cultured population. The 20 loci were surveyed
the cross-species proportions in C. angulate, C. gigas, C. hongkongensis, C. ariakensis, Saccostrea cucullata,
Ostrea mordax and Hyotissa hyotis. Loci XB1-6, XB1-39, and XB1-45 can amplify the target band in 8 species,
and the XB1-41 can only amplify the target band in C. sikamea.

Key words: Crassostrea sikamea; microsatellite markers; wild population; cultured population; universality
Corresponding author: PENG Jianjun. E-mail: jjpeng74@163.com

Funding projects: National Natural Science Foundation of China(31702340, 31470570); Natural Science
Foundation of Chongqing (cstc2014jcyjA80013); Natural Science Foundation of Chongqing Municipal Education
Commission (kj1400534); Natural Science Foundation of Guangdong Province (2017A030310442)

[l 7K 77 % 45 /) sponsored by China Society of Fisheries http://www.scxuebao.cn


http://www.scxuebao.cn

