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Tab.1 Samples information and numbers

% T Y ERAEA  treatment with nereid

weeks control 10%2& Zo%éﬂ 30%2&
10 individuals 20 individuals 30 individuals
o
I DO DO0-10 D0-20 D0-30
week 0
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F1A D1 D1-10 D1-20 D1-30
week 1
%34
#3R D3 D3-10 D3-20 D3-30
week 3
S
A D5 D5-10 D5-20 D5-30
week 5
TR
D7 D7-10 D7-20 D7-30
week 7
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Fig. 1 DGGE profiles of microeukaryotic 18S rRNA gene fragments from mudflat sediment of Jimei intertidal zone

Triangles indicate excised bands for sequencing
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Tab. 2 Diversity indices calculated from the DGGE banding profiles

I week 0 B week 1

EZLRURIEEY

H=F week3

BHME  week 5 FELHE week 7

diversity indices g p(.10p0-20D0-30 D1 DI-10D1-20D1-30 D3 D3-10D3-20D3-30 D5 D5-10D5-20D5-30 D7 D7-10D7-20D7-30

HES
%Eﬂl 11 11 9 15 10 11 14 10 4
Richness

R
iﬁwﬁﬁ. 239 237 215 267 228 236 2.58 220
Shanon Wiener
WL EE
VI 099 099 098 099 0.92 0.99 0.99 0.98
Evenness

1.32 2.17 218 2.05

9 9 8 8 6 9 9 8 8 12 13

204 1.77 219 217 206 206 247 2.55

095 099 0.99 0.99 098 0.99 099 099 099 099 099 0.99

0.31 0.40 0.50 0.60 0.70 0.80 0.90 1.00
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Fig. 2 UPGMA clustering analysis of DGGE profiles
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TRIFEM T, band 10322 H BUAERI LA FE AL FIEE 1]
FEdh . band 3528 B T4F £ T/ Euplo-
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Fig. 3 Phylogenetic tree based on 18S rDNA sequences in Jimei intertidal mudflats
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Microeukaryotic community structure and
response to nereid bioturbation in mudflat sediments of
Xiamen Bay

OUYANG Junfeng, CHEN Siyang, WEINa, ZHANG Shasha,
YAN Qingpi, LINGMao, MA Ying~
(Key Laboratory of Healthy Mariculture for the East China Sea, Fisheries College, Jimei University,
Ministry of Agriculture, Xiamen 361021, China)

Abstract: The microeukaryotic community structure and response to indoor simulated bioremediation by Nereis
succinea of mudflat sediments in Jimei, Xiamen, was investigated by PCR-DGGE. The results indicated that the
microeukaryotes in mudflat sediments of Jimei were mainly divided into four groups: Metazoa (including 6 phyla:
Gnathostomulida, Annelida, Nematoda, Arthropoda, Mollusca and Gastrotricha), Cercozoa, Bacillariophyta and
Alveolata (including Pyrrophyta and Ciliophora). The dominant group was Ciliophora, and the subdominant group
was Nematoda. Peridinium quinquecorne (belonging to Pyrrophyta) was the dominant species. Cluster analysis of
DGGE profiles indicated that nereids bioturbation had influenced the microeukaryotic community, and the
treatment samples with nereids clustered together and separated from the control samples without N. succinea.
More Nematoda were detected in treatment samples, which probably indicated that the nereid bioturbation
stimulated the growth of Nematoda.

Key words: Nereis succinea; mudflat sediment; microeukaryote; community structure; bioturbation; 18S rRNA
gene; PCR-DGGE
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