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¥R,

FRE,

Bkt deER™

(1. FRAbMol KAz mPlgsEbe, BRI WAL 1500405
2. REIKFERHEBT IR R R TL K F=BEST8T, RIETL M/RE  150070)

WEUFL(S)MAIRE(L) TH & RXMH 100 N F, MEKEE R, H SSR.SRAP fr
TRAP 3 # DNA 2 FRIEH R WA R H & R EHEE, BEELT 13 4 SSR 18,89
/™ SRAP #7i2,26 /> TRAP f7it, H Pl MR H @4 16 MEH A, B W KE ¥ 585.5
cM; i M AEZR B4 15 DR, BB K h 752.3 cM; R FER HE A% 5 M EYH,
B WKE N 231.3 cM, AREHE A THE W5 M KAXERHAT QIL H#, £k
HEEESME L ANKEH QIL, R TH LEHMH L LODEN 3.2, THEWRAZ RN
13% , AfEEE LSRN E 1 MEERKE QTL, e L T# — % 4(# £, K& QIL
WLODE % 2.4, WHBHNRAZR K 12%, 2K QILWLOD EH 2.1, THBHWRAL R
A 11% o 34~ QTL 7 A FEME th £ KR FFIEH I T Ao

KW EH&; REEE; FRELAFI,; FAMXTEIA BRERYE LSS KE

MR 2 AR R
RES %S :Q 953;8 917

% 8 1 ( Pelteobagrus fulvidraco ) J& 85 7¢ B
( Silurforwes ) , # £} ( Siluridae ), & & 8
( Pelteobagrus) , 1 22 & 2F T, P [k 200 980 DR 8 35
BRNER, EREREN/MESFE%K",

WEE 5 FHEVFB AR R EMTE, ir i
B (MAS) AR B B I w2 A,
BEAMHEMERK IESFHEERER
(QTL) #SH 43 F B A hpic, Bk X s e hn 10 1
KRR E T BA I R R Fm R, BRERE
5 QTL EHIM 4 Fitfetnil, B EEMEREE
HREHE B B R R A s BRI, MR E B
RI7Ef2 E IR I ERBIR THEEABE",

WEE BB IR A WTHE T A, AR
MAMBEEBERBE, FEEPELEHLEY
U BB AR AT ED T H
B, &4 Rk, RILAE BHA B EHEIERHIR
B, ATFFERAMAZRKNE, 455 SSR FHHE
FHric SRAP 1 TRAP, 4 £ B i 1) 5 1% % Bl

1§, %% B #A :2009-08-05 &5 3 3§ :2009-11-05

MHKFRIRES A

I , FFXbAE SR R B R HEAT QTL iz, o 8
B NI B IR T R DL S B R R 0 T R B E 2
Al , AT — 2P HE Bl 3 B SR AT B

1 ME5k

1.1 {EEEE

DL B B A e R0 N TR B
RZ3E F ON PRI BER, BT 2008 4E 6
HWEE T BRI KRR MBI EERTARK
Pk, ACEARAE N T80 AR 17 R
B IR AM 70% ZBEEESR. FE12 A
AR BB 100 4~ F AR R & F
BUeE, W & B R AR E (BW :body weight) | {4
& (BL:body length) . &= (BW;body width) . 3k
P8 (HLhead length) F1 &1 ( BP ;body perimeter) ,
HBUWRET -40 TEH.
1.2 EFH4E DNA £

LR R K BEE, B 0. 1 g J§ 700 pL

AR E R RLERUT R BT E (GZ03B109) ; B R BAZER R AT & B H (2006DKA30470 - 005 )

B IEE  7h R, E-mail ; szw511123 @ yahoo. com. cn
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HALAE 50 CESGRT 12 ~ 18 h; S AR
B &y SR B4 2 ¥k, 12 000 t/min B5.0> 10
min, BUKAE BN 50 pg/mL RNA f§,37 CHEE 30
min, & RFURRY: & 050 FRBEHE 1 K, &
KA Rl 48 ; - B8 B 3 mol/L NaAc #l
To/K ZEEPLIE DNA; i 70% Z B BEWIvR, inA
100 wL TE Erp¥k¥54#% DNA, 0.8 % I BiRks
BERE Ik A DNA R &, %4 e e it
fril] DNA B4 fIS 8, 7R3 50 ng/pL £,
1.3 SSRfFi2

SSR 7| ¥R #E NCBI A i B BAM P EF
F¥it, 3L 50 X, HPEER AWk 1,
PCR iR Z& N 25 pL: AR DNA 1 pL, R
3|45 (5 pmol/pL) £ 1 pL,PCR Buffer( & Mg**)
2.5 wL;dNTP(5 mmol/L) 2.5 pL;Taq DNA &
A1 U, jm ddH,0 #hE 25 pL, ¥ RN
94 CTHiIZM: 4 min, JEHIREF Ny 94 TAH: 30 s,
Bk 30 5,72 THEM 45 5,330 MEBEF, R)G 72
CHESf 8 min,
1.4 SRAP fRig

SRAP 5|¥2 % 3CEk [ 11 -12] , FRAF 1IE M 5|

Y14 A, mmgly 14 A, 3196 4~ 5, PCR
SRER A 15 pL A4 DNA 1 L, EF 319
(5 pmol/pL) & 1 wL,PCR Buffer( & Mg”*)2.5
pwL,dNTP(5mmol/L)1.2 pL,Taq DNA BAHF 1
U, i ddH,0 #h % 15 pL, ¥ HRMNSH.94 T
FAEPE 5 min, F—NMEFHREN 94 THH 1
min,35 TiBk 1 min,72 CIEfH 2 min, FEFFEH
53 AMEFRE R 94 TAEM 1 min, 53 TRA
1 min,72 C#EfH 2 min, JEHE N 35,72 CEM 7
min,
1.5 TRAP {rid

TRAP IE [7] 5| ¥R & GeneBank /7 i 3%
45 EST } ¢cDNA 3 #|F Primer3 ( http ;//frodo.
wi. mit. edu/cgi-bin/primer3/primer3 _ www. cgi;
Last updated Feb 07, 2007 ) i&it, EEm 3| 4 4 4~
(#£2), TRAP R[q5|#5 SRAP 3L/, PCR &
MR Z N 15 wL: 4k DNA 2 wL,PCR Buffer( &
Mg®*)1.5 uL,dNTPs(5Smmol/L)2 pL, Fi3|
#1(5 pmol/uL) % 1.5 uL,Taq DNA 450§ 1 U,
111 ddH,0 % 15 L, ¥R SRAP —3,

#1 {EEF SSR 3[MFF

Tab.1 Mapped microsatellite DNA primers used in this study
S RRS EMFIY(5-3") R519(5"-3") B BARECT)
no. NCBI no. forward primers (5’ —3") reward primers (5’ —3") repeating elements  annealing temperatue
5 EF473167 GCTAGGGAAAGCATTATGTIC GCCCCTACACCAAGCCTG (GT) 5 51.2
8 EF473170 TCACCCAATCAATCAATC GAGGGTTGTCTTCTGAGTTCTA (CAAT), 52.3
10 EF473172 TGACTTIGTTTCAGCGTTGC CCTCTCTCCATCCATCAATC (AGAT) 4 (GATT), 55.6
15 EF473177 AATGCTACCCCGCTGTCA CCTGGATGCGTICTTTACC (AGAT) 50.8
18 EF473180 TAGACAAGAGGGATGTGATG CCTCTCTCCATCCATCAATC (AGAT) 4, (GATT), 56
24 EF473187 GGITAGCAGAGGTGCAGAGT TGATAAGAAGATGAGAAGCA  (ATCA), 58.8
30 EF473195 GIGACACCTACACAGGGGCT AGTGTGTTCATGTGCCTICTIC (AC) 50.5
35 EU439595 CGCCAAGTGAAGCAATAAGC TAGAAACAGGGAGCCAAAT (TGT)g 50
36  EU439596 CAGCAGGGITAGTCTGAAAT GGGCAGCCAAGACCATGTG (TG) 6 50
38 EU439598 GCAAGTGGCAGTTCAGAGTC TAAGCGGAGGAAGAGG (AC)4(TC), 51.4
39  EU439599 ATCCATCCGATTGICTITCAT ATGCTGCTGAACAGTAACAC (CA)g 47.2
49  EU439605 ACCCTTTAACCCGCTCIGT TGCCAGCAGTTGATGTTCT (ATGG) 4 53
50 EU439606 GACTCCTGCTTTCATCCC GCAACAACAGATCCCAGT (CA) 5 50
&2 TRAP Em3|#AFF
Tab.2 Forward TRAP primers used in this study
= RR5 B4 ERFIH(5-3") BARECT)
no. NCBI no. name forward primers (5’ —3") annealing temperatue
1 DY450843. 1 T-Pag2 TCTACACCGACACTTCCA 53
2 DQ112163. 1 T-GH GTGCAACACCTTCATCAG 53
3 AY684328. 1 T-Sox9al AGGCTGAAGAAAGACGAG 53
4 EU860284. 1 T-LRH1 GACAGGTGATTCACACCA 53
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1.6 RFkENEFZHS

PCR 437 H LA 8% W) SN MG BEAR BE AT
Bk, 7 F&4sic N pUCI9/Msp 1 DNA Marker
(Invitrogen) , 4R Y% B 4, BERL SR 0 R 43R , A
i GeneTools 3437 HLIKEIHE 4347, SSR #7ic
AFREEEYMLLT &, 7 YR F MM T E R B
R/NER . SRAP FRic B4 B 1E 1) (m) F R )
19 (e) A/ MIRICs FEA M. TRAP fRICH
fr % 75 3% B SRAP, Pf f{ 3 Pelteobagrus
Sfulvidraco ,f J2 fragment 455 ,
1.7 EfEEERHAER QTL 54

FF§ MAPMAKER/EXE (3. Ob) X7 i 15 448
BT E . EERSHR S/ LOD HR
2.0, B GRIGHERS J 50 M, 7EHE T ARICZ I
IR 3 B A 338 1% B BE 2 )5 , A MapDraw V2. 1
S . SR AL £ o8 M 1 H 2307 g 2
HE A X B /ER % (CIM), F| § Windows QTL
Cartographer 2. 5 #4784 5 A KM KR
) QTL ZE 2534 o

2 R
2.1 SBHFLESH

{81 50 %F SSR 3| ¥y # B/ £ P 41 DNA
AT 3, Hhg 13 35| 9 A RIENEH 2
MENEIFEFRIBEHIER,BR 13 Mg,
FA 39 5 SSR 5|49 1 ¥ A K #H4F X DNA f
B (B 1), 7E 196 %t SRAP 2|4 65
X5 P 3% v R TR A AR B, B X 65 Xt
51491453 89 ~4RiC, Fi SRAP m7e5 5| ¥4
BY W EAR KIS T8 DNA s ik B (E 2) .
£ 56 X} TRAP 5|44 21 %5194 3 vl A F
YEEIBEHT , BaX 22 15| 9191845 8] 26 MR,
Fi TRAP T-Pag2e8 5| ¥4 A4 3 F AR KF 4T
R DNA fye 3k B (B 3) . TR it e
FEREARKRIE 51 4, AAHRIE 57 4, LA ARIE 20
A B BR EE L 4 7E SRAP Fl TRAP, Tij
SSR FRiEH K KBRS EE BLSL

M12 3456789 10111213141516 171819 20 2122 23 24 2526 27 28 29 30 31 32 33 34 35 36 37 38 39

- .
LA B 11T
[

242 bp e—t— | hi....

1) bp gt

T
'1‘*---l-H--n---l---!l--ll!‘lllll««-..l.ﬂl.III'*"'!"5

-

E1 SSR3S|MyWEFERERBS F, FREEE DNA k&R
M:DNA 43 FEinAE pUC19/Msp I; 1574 DNA PCR =4 ; 2.4 DNA PCR 7=#j; 3 ~39.F, /X DNA PCR =4,
Fig.1 Amplified results of parents and parts of F, progenies genomic DNA of

Pelteobagrus fulvidraco by No.39 SSR primers
M. DNA marker pUC19/Msp I; 1.PCR products of female parent DNA; 2 .PCR products of male parent DNA; 3 —39.PCR products of

F, progenies DNA.

M 123 456 78 910111213 141516 1718 1920 21 22 23 24 25 26 27 28 29 30 31 32

111 hp < -

67 hpyet—

-
B ~

:

E2 SRAP m7e5 3|AST HEFERERMS F, FTREEZE DNA k&R
M:DNA 4+ FEARAE pUCL9/Msp I; 1.f74< DNA PCR =4 ; 2.407= DNA PCR f=¥j; 3 ~32.F, T{{, DNA PCR =4,
Fig.2 Amplified results of parents and parts of F, progenies genomic DNA of

Pelteobagrus fulvidraco by SRAP primers combination m7e5
M. DNA marker pUC19/Msp I; 1.PCR products of female parent DNA; 2 .PCR products of male parent DNA; 3 —32.PCR products of

F, progenies DNA.
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M123 45678 910111213141516 17181920 21 2223 242526 2728 293031 32

141 bp ag—

111 bp <— -_.; -

— R T R —— —
- LB -'E! I-H
= - - - -
| # |

—
—

e

- -

B3 TRAP T-Pag2e8 S|MAST EEBERER S F, FREMEHE DNA Bik4ER
M:DNA 43 FEinAE pUC19/Msp I; 1574 DNA PCR =4 ; 2.4 DNA PCR 7=#j; 3 ~32:F, 7% DNA PCR =4,
Fig.3 Amplified results of parents and parts of F, progenies genomic DNA of

Pelteobagrus fulvidraco by TRAP primers combination T-Pag2e8
M. DNA marker pUC19/Msp I; 1.PCR products of female parent DNA; 2 .PCR products of male parent DNA; 3 —32.PCR products of

F, progenies DNA.

2.2 EB&EGEHEIL
WA FEMEERELE PR 51 MR
SEMBESREE I, 24 16 A EBHE, BRI K
BB K 585.5 cM, B KES.2 ~127.4 M, &
NEHHIRE T 2 ~8 4 EHRF 6 BTy
IR ER KN 21. 4 oM, EGHE 14 BF 3[R 5/
3.0 cM, BEEEHFTHKE Ge =1 113.2
cM,EZREI B Cof = 52.6% (K 4),
AuEE  EREEEES,IEE 56 MR
SEMBESREE a4 15 AR, B s K
BoRT52.3 M, ESFEKES3.0~205.2 cM, &
NEFHIRIT TN 2 ~11 4> EYTHE 6 1971y
RIFS AR KN 28. 8 oM, EGHE 14 H-F 3[R 5/
H5.0cM, BEEIEHNFHKE Ge =1 281.8
cM,HEZREI B 5 H Cof = 58.7% (E5)
AFEE#E  FEREEES,ICE 20 MR
EMBNESR L b, 5 4> &R, B H K E
231.3 cM, ESFFHKE 5.3 ~84.7 cM, B4 &
BHARICN TN 2 ~6 1~ BB S KFXH] R
BN 20.3 oM, EBIHE 1 KPR MR/ 5. 3
cM([E6),
2.3 FERSBEEPEREKBISH
HIET 5 4~ SE KRR ERIER, AR
(BW) &K (BL) (& (BW) 3k 58 (HL) il JH
K (BP), BN RBMREIIRR A 7, KL
B 2 H MR ER B R SR S B4 L, R
X 26 5 A M SC R PHRR AT R R B B IR B
ZEFBE L, i DPS v7. 05 1 I 7 B ORI
RO RB MBS ESDR, SRESRE K,
HRAL RN S IESI A, RARRKE
gy A fw B IE & 4 . B T Windows QTL

Cartographer 2. 5 A Z R HOR BLE 0 i A&
IER A, BT B8R AT B o
2.4 EF&ERKEXMERM QIL Efr
WSER A LOD 2.0 vt il B , B = LOD >
2.0 BAZNL A AT REFFE—4> QTL, Fti 3| 3
ASHR PR R QTL, 4351 3 i 26 M A A
PERITE R 2 A ESRE o TEMEMEENE BRI 1
“~HL Ky QTL(/ 4) , % QTL-HL E /i T4 7 &
BikF -, LOD fH N 3.2, Wl BERY R B 5 0
13% , ZEMEPEEE Eoralksl 14~ BW AL A
BL i QTL, ¥ i T55 1 #8i#F £, QTL-BW
B LOD {52y 2. 4, i BHIRBEEHF N 12%,
QTL-BL i LOD {E 2y 2. 1, W] i BeRg R BVAE 7 0
11% , WE 1 #1E 2 5 QTL 4347 B9 M-LG7 #
F-LG1 P8

3 it

3.1 &4FRRiE

BrEE M A SSR.SRAP #ll TRAP 3 $ DNA 43
FHr o R 2 A B A ESE . 50 Xt
SSR 5| ¥y ik il 13 XpEE S|, REBER
R, ERARE P EEEAT A, Rt
HEFRIC, SSR FRiC RA K JIRE TG T, £
SELIERRE, SRTEFNA B N ATE®
REEME, 2] H B Ik, X UL 88 ( Oncorhynchus
mykiss) . 3¢ & i ( Danio rerio) f1 B % B A
( Tilapia nilotica) \#8( Cyprinus carpio) P BRI LAf%
PENEMREEHEBE LBEE" . bk
I, FEREFAMTES YEHELRRERE
B AR, SRAP 2—7F5TA DNA 53 FARicH
R, BRRIERE , 28R, BEEHTEH N
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21 BER, % B AR EEISWEEEKAERER OTL & 189
LG1 LG2 LG3 LG4
w5e3fan1 B e 402 w5117 nfel £63
8.1—
wlel3F140
~uledf190 04 9 — 23—
44.8 — R
3l 6— mlel3fdd m3edf25d
LGE LG8
mBeaf147
60 PE35£220 ndesdis Prafele 2lel2£1040
13.3—
85, & —
26127742
mlZel 2F242 4 D—
10.1— Ar.E—
mlde] Y08 mlle5t161
15.5— . | 1—H—Pri5tasl
n9e5T2E3 20.2 g 5—|] “midesfiil
el r6 _ Page6 271
mTel3file
70— 12.4— LGS
LGS mlZedt203
. ) 92— Sox9alestasl
wde3t242 w5el2F1H aldelfl68 93—
12, 7— maeSr12e
15.6 —
miel2f1a8 LG7
C Pagleff193
Scx9al297147 1.5—
2.2 10.1— LG10
HL 3.2
AN ~ _ -
i8el3F ndeT138 m3el 3147 PP
LG11 LGE12
3] 4— L5115
PFLOf414 SoxBe 1231147
80— ml3eFL268
12.4— 11Me]13r480 93—
n9e5FI45 P, ﬁé:?i??ﬁ nllel2F185
LG13 - -
LG16
PagZel £501 LE14
3587 s 26TF288 2e1£208
. 1.0 —F=_mleTf2 nie
nileldfdod o, 0116126298 o | —
CHei£73 CHe5T413
nTeaf102

B4 EF AR SR
AEXEARSE QIL FREMH L AT B F T E , FIRtRt T LOD RARIE(E .

Fig.4 Preliminary genetic linkage maps of the female yellow catfish
The regions of QTLs were showed as red, the peak value of LOD were also marked.
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LG1 LG2 LG3 LG4
mldel P16 mbeTf121 A m2e3rd6 m? e3T58
10.% —
11.8 — -
_ 15.5 —
_ m5el2T88
maesr2as o )
15 4 — r7al3feT
n2el3r331 mdeGFIa3
34,9 — LG&
_ m3el12r455
mlZedragy  onE
1.3 —
m2e2f22 g— nde3f110 Gilel 0T67
11.1 a8 —
- LG?
16 — b2, 4 41 _f}—mizerrios a7 3
1 1 M Eéeﬁi’éﬂ C wle12F28E - e T2 [P
LG5 Leg ]
M m3eSf110 _ 33.1— miedf47?
21— goxgalesfazn PEZATI6T 194
1.5 — 16.9 — i SoxBale8f180
nEel5 302 moeif31l
PESF120
16.9 — 10,3 —
. 337 —
nEe7E105
J—n9c 11208 71—
LGS L&11 30320
16el?T126 .
yFelar3dn mel3f60 13,7 —
1 183 — 19.4 — Pagfel0F110
nieTF136
a
pResFd72 Soxdaleff3ldl
LG10 LG12 0.8 —
ml2edHF147 Le13 wledf190
13.2 — nledf27a ulde5T239
mfesf192 0 — 12,5 —
oG 7 m3eTE111
nTel2r404
6.8 — 19,3 —
mlledf4d3 18,4 —
mBes T80
6.0 — nl2edf111
_ ml0e2f17T4 LG15
a.l — SoxYalel Ff88
wl3edf122 42 nle2f313
e PL36F204
6.2 — LG4 36T — o —
N 10e10£79 -
mEelZf124 50 [~ o Pag2e2f111
B4 . Pag2eBT111
nllesT147
- m_1ed 147
E5 #EFaEEEAEHEL

AEXEARSE QIL FREMH L AT B F T E , FIRtRt T LOD RARIE(E .
Fig.5 Preliminary genetic linkage maps of the male yellow catfish
The regions of QTLs were showed as red, the peak value of LOD were also marked.
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LGS LG2
N 5e5£404 a
m5e mdedf50
35.3—
41.5—
So0x9a1e9f105
14 4— 5o PF18262
: GHeb£287
P£49£238 ~ ™ Pag2e8167
11.2 —
J— LRH1e10£331

32.9—

5.3—

LG3 LG4
n11e7f110

mbe7f110

42.8—

P£39£242
GHel0f147
Pag2e10£190

1.0—

(@]

LRH1e2£240

4.0 LRH1e2f110

9.1—

LRH1e1£90

LG1
15.56 —

P£38f331
mdeldf224

Pr50£315

13.3—

P£30£140

Ee6 HEFatIgAEHET
Fig.6 Combined genetic linkage maps of the yellow catfish

B F SRAP-PCR X} ORFs ¥ 3, H 5| ¥ BA
BN, BRSO ARSI 251 HAE,
BE T AMER ", s FF SRAP
BAREEWET EZP RS HENEHEE, |
ZIER P FIR ', ABFFEM 196 Xt SRAP 3|
YR EE T 65 X5 YA T EF A REER, 24
B E R L MARIC, i8] SRAP i T K5
RAEE RARRIE S . TRAP FRICHEN—FFFi
FREESBIEAR , B 55N TR 5% IR
Eatpreteanm . eMAEWERTRE
JEXHI EST B35 8 Y E BER Z R
2R T — SR, BT, X—HARTEREY LR
B B RBUS A B A kS
REEEP T, A R AR E, R
1% TRAP ARicF RS | 3 B/K 5= sy 4 i 1Y 3%
REEER R, ARSI YIFEL TRETE
K E F A TRAP-PCR JZ i fk &, M 56 %} TRAP
1Y 21 XHERET Y, CRIEB X T A E
MR EET, BIE T REAR FAERE
Ry E =S IR
3.2 ROBHF

5+ SRAP 7 TRAP tRic ¥ A AR E K
e, BIECEREFNAIBREEIEHTFRR
HEEERMSBARALEE LR, FELAH

IR N 315 W, L X U =% X RE g
AR, R AT RER B RA LT JLA 58
—,SRAP il TRAP Ik 7 L &R , W RBAF7E
IR IR R 2, ARG T3 B A Beint o)
BBk B A RIS i BRI O A IR B9 B
AT B /R B AL, AR B AR 58—,
Ve B 3 R AR ] 5 | B B o 8 52 S A
R, TS 38 R AR TR 5 | I EARE; 5
=, AP RBR B EBUE T RO 100 B, HA%E
F PR VT BB 2 o B B 7 i B AR, AT RS AR
B
3.3 EEEE

BTt B B R S — TR A R e
PIEIE, B RAERY 26 KB Ak Hik
BUAR A BT SRR E N 26 >0 ABTTTME#E
453 16 B, RS 15 S ESRE,
X5 ETE PR R ARNEEF A3, 58
EESREONE 2 10 MR, BARXFIEIUEXT
—AYFBEEATE W TR R & B, B
WIRRBATE AR ICEE A, T VR AR E
FAERBEIFR , T 3 A<k 78—~ BRF B 94
WP ESRE, BRI EEAS R, 58
SEARBAARSH EERIEYR M EBRE
HAL, BRI RS TREEMREA BT E , ik
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RBIRICHITT R FIR , BB LR R,
HEGEZHTHEBERR ™ . AR H
R EVEIEEAREE, BREA—T)
FHEIE , E 0 BB R R AT B EA , AR
N ERE H R E IR THEZRS Y, LB
BEASTRETHEH TERN—P,
3.4 QTL ZEfr

DR E i A B EAT T A A KA
FHRE QTL 7347, 3 AN T 3 54 KR
FASREY QTL, 73 Ar 7E M 1 70 e 1 T 1 3t 2 43 81
L APIFEMUER R ESH ERF QTL,
HERTERAUT LA, BiEBERAE
55% ZeA , VeI T 4 PSRN 1R, 3 BRLE A FR IR T 5
B AR R R B MR E A LR
ETr—RTERBRERREER, FH—LE
BURFBCA K 2RSS MR Y QTL; 58 =, B 5T
REMGEN, (I ERA F, #17 QTL 1,
TAMERARIETH QTL EMMEEEE A&
R, EmR A R8> HAh, A R—A
PRAE B HAE R — A PR S A IR e R
7 QTL 2347, BA X HEAR RFAE XA R FRE
FERBEAT AL, R EHfA QTL E MBI FH—
KR

MBI K 2 T CR F S X R A
KEREEAT QTL Efr, B AR T hEFAE KM
FHRE 73 T 45 1050 B B R 8 40A RO | AL 4K
#io 34 QTL X+ EHfA LI, Rk 3 Mk
WREYZE S BT B A PR AR AR, W AR R B AR
S50 13% ,12% F1 11% , B, 22855 BTk
8893 4~ QTL W =X A T B AE KMRE
B, AR RIS ERACR g TR
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A preliminary research of genetic linkage map construction and QTL
analysis for growth-related traits in yellow catfish ( Pelteobagrus fulvidraco )

GE Xue-liang"*, YIN Hong-bin>, BI Bing', SUN Zhong-wu'"
(1. College of Life Science, Northeast Foresiry University, Harbin 150040, China;
(2. Heilongjiang River Fishery Research Institute, Chinese Academy of Fishery Sciences, Harbin 150070, China)

Abstract ; Genetic linkage maps of yellow catfish ( Pelteobagrus fulvidraco) were constructed using SSR,

SRAP and TRAP markers and a pseudo-testcross mapping strategy. A segregating population including 100

progenies was sampled within the first filial generation obtained by artificial fertilization between a male

parent and a female parent from wild and breeding populations respectively. Totally, 13 SSR, 89 SRAP and

26 TRAP markers were used to construct a genetic map. Female map included 16 linkage groups, covering
a total of 585.5 cM in length. Male map included 15 linkage groups, covering a total of 752. 3 cM in
length. Combined map included 5 linkage groups, covering a total of 231. 3 cM in length. This map was
used to scan the QTL related to growth traits of yellow catfish. One head length QTLs were identified in
female map located in LG7, LOD value is 3.2 and accounted for 13 % of phenotypic variation. A body
width and a body length QTLs were identified in male map both located in LG1, LOD value is 2.4 and 2.1
respectively, and accounted for 12% and 11% of phenotypic variation respectively. Three QTLs could be

considered to apply in marker-assisted selection for growth-related traits breeding of yellow catfish.
Key words ; Pelieobagrus fulvidraco ; genetic linkage map ; SSR ; SRAP; TRAP;QTL
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