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CGenetic variation and divergence o Pagrus major
from China seas using AR P finger printing

WANG Zhi-yong', WANG Yi-lei*, LIN Li-min*, HONG Hui-xin®,
ZHANG Yazhi', KHOO Sock Kean?, OKAMOTO Nobuaki?
(1. Fisheries Cdlege, Jimei University, Xiamen, Fujian 361021, China;
2. Department o Aquatic Biosdiences, Tokyo University o Fisheries, Konan4- 5- 7, Minato-Ku, Tokyo 108- 8477, Japan)

Abgract :AR P fingerprinting was used to detect genetic variation and divergence of three wild stocks of Red Sea
Bream, Pagrus major, from the Yellow Sea (Weihai) , the East China Sea (Xiamen) and the South China Sea
(Beibuwan) . A total of 42 individuals were studied using six primer pairs (E- ACC/M - CAT, E- AGG/ M -

CTG, E- AGG/M - CTT, E- AAC/M - CTA, E- ACA/M - CTGand E- AAC/M - CAA) . 452 (70.0 %)

of 646 selectively amplified fragments ranging in size from 50 bp to 400 bp were polymorphic. The mean
percentages of polymorphic bands of the three geographic stocks in question varied from 58. 4 % to 64.0 %, and
the genetic similarities estimated within stocks varied from 0. 8425 to 0. 8200. The maximum and the minimum
polymorphism occurred in the samples from the Yellow Sea population and the South China Sea population,
respectively. The genetic distances between stocks and UPGMA dendrogram indicated that the genetic divergence
between the East China Sea stocks and the South China Sea stocks of P. major was small , suggesting that they
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belong to the same subpopulation, and the Yellow Sea stocks was separated from the other two stocks, belonging
to a different subpopulation.

Key words: Pagrus major; population; Amplified Fragments Length Polymorphism fingerprinting (ARLP) ;
genetic variation and divergence.
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