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GENETIC STRUCTURES OF POPULATION OF
PROTOSALANX CHINENSIS, NEOSALANX TAIHUENSIS
AND NEOSALANX OLIGODONTIS IN LAKE TAIHU

XIA De-Quan, CAO Ying, WU Ting-Ting, YANG Hong
( Freshwater Fishery Research Center, CAFS, Wuxi 214081

ABSTRACT Genetic population structures of Protasalanx chinensis, Neosalanx taihuensis, and
N. oligodontis in Lake Taihu were assayed using RAPD method. P. chinenesis-and N. taihuensis were
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collected in six regions throughout the whole lake, and N. oligodontis was collected in two of the six
regions. Results demonstrated that these three Salangid fishes did not reveal any structural
differentiation. Genetic similarity indices suggested that P. chinensis has to lost genetic variation a
greater degree because in history it suffered a greater loss in population quantity than N. taihuensis and
N. oligodontis resulted from fishing pressure, while N. taihuensis and N. oligodontis have maintained
somewhat larger genetic variation.

KEYWORDS Protosalanx dhinensis, Neosalanx taihuensis, Neosalanx oligodontis, Genetic
structure, Lake Taihu



