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Fig.1 Box plots of grass carp’s body length and weight
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Fig.3 CCA ordination of gut microbiota of grass carps with different sizes

JL. the samples caught from the larger group in July,2009; JS. the samples caught from the smaller group in July,2009; AL. the samples

caught from the larger group in August,2009; AS. the samples caught from the smaller group in August,2009; SL. the samples caught

from the larger group in September,2009 ; SS. the samples caught from the smaller group in September,2009. Factors displayed by arrows

with asterisk indicate the level of statistical significance( # P <0.05, %% P <0.01)
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Intestinal microbiota changes of
grass carp( Ctenopharyngodon idellus) in different months

NI Jiajia'?, YU Yuhe'”
(1. Key Laboratory of Biodiversity and Conservation of Aquatic Organisms,Institute of Hydrobiology,
Chinese Academy of Sciences,Wuhan 430072, China;
2. University of Chinese Academy of Sciences,Beijing 100049 , China)

Abstract; In order to assess the changes of the intestinal microbial community after the feeding conversion
of grass carp( Ctenopharyngodon idellus) ,we analyzed the intestinal microbial communities of grass carp by
PCR-DGGE. The results indicated that there were significant differences among the intestinal microbial
communities from the grass carps caught in different months. However, the sample size and fullness were not
detected to have significant correlation with the intestinal microbial community, which were generally
recognized as the factors influencing the intestinal microbial community. These results implied that
environmental difference probably is the most important factor influencing the intestinal microbial community
in a short-term. Our results will provide the basic information to elucidate the change rule of intestinal
microbial community of grass carp, and the action mechanism of the intestinal probiotics, the relationship
between intestinal microbes and the fish diseases.

Key words: Ctenopharyngodon idellus; intestinal microbiota; denaturing gradient gel electrophoresis
(DGGE) ; feeding conversion
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