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1.2 BEHRBAENE

K K-B 4CR- kA7 2 0 . PRI TR 7%
PR 2 EHEE SRR ,25 C 200 1/ min K5 FEER
Jo , FEI TR MR BE Ry 0.5 522 IR b A8, W SRR
BIK 200 wL, AT T K A R 3 E (M-H) 15 5%
JE b K2R WA G AR R )5 i E2s Tl
FANEESE 14 ~20 h, SR 50 45 P 2 B304 7 10 7R el
HAMF/NEL mm F£IR) . S IEE GRS
P PR2s (CLSI) 2009 4470 TR 2454 UG 35 b 1
MI00 — S19, FiE45 F , AR 440 B el AR R/ # 2Y
PHBUENE S MU (S) (A (1) (T 25 (R) =Fl, DA
KT ATCC25922 , 4> 1% 1 %9 Bk i ATCC25923
VER S AR

Jit 25884 R e A AU R AN s A i) A B
A HER G(PG,10 pg) FI5IPEHk(AMX, 10
ng) kI E (RAD,30 pg)  JK K% &K (GEN,
10 wg) . T &R (AMK, 30 wg) . % i % R
(TOB,10 ng) HE% & (STR,10 ng) . HEAKAE
(NTL,30 pg) .58 /1% % (DOX,30 pg) U HR
(TET,30 pg) KB ER (MIN,30 pg) (L5 &
(ERY,15 pg) P& 4 % (AZM,30 ug) HRAJ %
F (LIN,2 pg) abk%E % (CLLL30 pg) AR A
(OFLX,5 pg) AW B (LEV,5 pg) NI A
(CIP,5 pg) i A (NFL,10 pg) Bisib A
(ENR,30 pg) .5 77 #iit Bl (SMZ/TMP, 23. 75/
1.25 wg) Wk % [ (NFT, 300 wg) . Wk e 4 i
(FUR,300 ng) . Fl#&F (RFP,5 pg) . JI & &
(VAN,30 pg) 5% R (CHL,30 pg) . H 4 i
BE(TMP,5 pg) = WERR (NAL,30 pg) JHi& =
(NEO,30 pg) .
1.3 [Riigs E i

FA R R B AW R BCR A A
PR (KiE) AR A A4 77 ) TaKaRa
MiniBEST Plasmid Purification Kit Ver. 2.0 M} K
HRAEACEHE (50 A BR 2 F] £ 7 TIANprep Mini
Plasmid Kit 27 & [a] 547 , e B0 & 3= ik i
Tk T4 E . B 6 pL ik DNA 0. 8% By b
EEREFLUK , FLH 105 V69 min, £ 2805 5 KU
BT W% B DNA 525 25417, I 5 e Al
R AGEiL 5 TR FL Uk (B3

JRA R TR R Bk e B
Jiiki DNA , F PRl 1 ] VI EcoR 1 J Hind 111 [7]

BHEED, DL 20 L 7R —A~ RN AR 5, Bk DNA
5 wL,10 x mol/L Buffer 4 wL,EcoR 1 1 pL,Hind
I 1 pL, CFEZEWEK 9 ul,37 CHEFII3 h, DI\ -
DNA/Hindll Marker f 2 7 bR, LUK 5 %
A f o
1.4 kI DNA B8] F B K/NE9ilE

ZIRBRF Hansen % Jr ikt 47. LAAR
#E N — DNA/Hind Ml Marker ( H. 5 17843 5 N
23.10 x10*,9. 40 x 10° ,6. 60 x 10 ,4. 40 x 10*,
2.30 x10,2.00 x10*,0.60 x 10 bp) [ A1 ik 45
MAER G, ABRHERS 20 B AR i, @7 Bl H Ty
T2, 0580 Bk A9 B S5 %k, TF 55 A Quantity one
AT HATHAE R UK A N -~ DNA/Hind [ll
Marker {F MARifE
1.5 [RALHEBRIRIE

28 Majumdar %1 A8 M5 )7 ki AT
W PR AR P kg0 R R RS 77 2k (BHIB) 1,25 €
P73 9% 8 hy B 0.1 mL £ 5 T &1k £ 5
(EB) (¥ N 30 pg/mL) () BHIB H, 4k Z: 4k
Hidv o AT S RO AR, B0, 1 mL FR 4%
T [ EB ) BHIB Hr 4k Sk 773557 6 h,
A FARP IR, K57 48 h Jg, JRHUSTR. DNA H
VIR SR [ 17 0 3 A 7 BR i P P 10 il i
A BRI BR , 2 B0, R A T B, 0 2 42 )5
PRI BR TS, AR BS INIE BR R A7 5 e 5 7 T
BRVE A B4 .

2 iS50

2.1 ZgidE

A0 BRIGK TN X 20 FhbiA: 2 25 UK T
SRR WK M T R H T B P R R B
ARV RERE TR 254, 7E Tl A R, P
BRARXT 4 Fh AL B9 AR 287 AR T 24548, 35% BT
PR O FpLLEPTA KM 2y ,12. 5% AR 15 Fif
VA b RAE BRI 2y, e Z 00T 26 PR R . BT A
PRI X AR AT 25 2R T 24,98 % I TR 8 &K G
BT B PGb | se pREE AR TR 24,85 % B TE R T il R
M 245,75 % [ BRRR X Sk LR RE MR 24,35 % 1Y) T R X
PP AU W e PO MR P T 245, 27 . 5% 147 T R 0 48
BRI 24, 25% W) T Wk 6 DU 3 3% R A8 F it 24,
22. 5% WM 7B W S8 R 245,17, 5%
B B RR R 218 R T 25, 15% B0 T A 0 5 ) B
25,12, 5% [ BRR X RRIE 2 PR 245, 10 % B TR R GF
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percentage of antimicrobial resistant A.hydrophila

PG AMX RAD GEN AMK TOB STR NTL DOX TET MIN ERY AZM LIN CLI OFLX LEV GIP NFL ENR SMZ NFT FUR RFP VAN DHL TMP NAL NEO

E1 REKkSEBEEEOEZESE

Fig.1 Characterization of antimicrobial resistant A. hydrophila
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Tab.1 Source and antimicrobial susceptibility test results of A. hydrophila strains

i [l HRIR TS T 24315
array no. source year drug resistance
1 SI = VLI 5 BHAR B 2009 PG,AMX,RAD,LIN,CLI, VAN, NAL
2 S2 TLI5 5 PR Y 2009 PG,AMX,RAD,LIN,CLI, VAN,NAL
3 S3 YL 5 BH AR A 2009 PG,AMX,RAD,LIN,CLI, VAN ,NAL
4 S4. TLIR K FE AR 2009 PG,AMX,LIN,CLI, VAN ,NAL
5 S5 s YL 5 BHAR 6 2009 PG,AMX,RAD,LIN,CLI, VAN NAL
6 S6 Mok 2009 PG,AMX,LIN,CLI
7 S7 THROK R 2009 PG,AMX,LIN,CLI, VAN
8 S8 T ARG A FH £, 2009 PG,AMX,LIN,CLI
9 S9 JUAR)T M 2009 PG,AMX,RAD,LIN,CLI,FUR, VAN
10 S10 YLV P R £ 2009 PG,AMX,RAD,LIN,CLI,FUR, VAN
11 S11 = JURTT N S 2009 PG,AMX,RAD,LIN,CLI,FUR, VAN
12 S12 # T AR BRYL T 05 £, 2008 PG,AMX,RAD, LIN,CLI, VAN
13 S13 TR BRI P £, 2008 PG,AMX,RAD, TET,LIN,CLI,RFP, VAN
14 S14 TLPG R B £ 2008 PG,AMX,RAD,ERY,LIN,CLI, FUR ,RFP, VAN , TMP
15 S15 TR Mk fa 2008 PG,AMX,RAD,LIN,CLI,FUR, VAN
16 S16 * TUARTT M 5k £ 2008 PG,AMX,RAD,LIN,CLI,FUR
. . PG, AMX, RAD, LIN, CLI, NFT, FUR, RFP, VAN,
17 S17 R IRIKIKEE 2007 CHL  TMP
B e ARG eSS ST
1 s19 JE—. 9005 PG, AMX, STR, DOX, TET, LIN, CLI, NFT, TUR, VAN,
RFP, TMP
20 20 e 2005 PG, AMX, RAD, TET, LIN, CLI, SMZ/TMP, FUR, RFP,

VAN, TMP,NAL
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75 RS > B3 TS M 24533
array no. source year drug resistance
21 s21 gt 2004 PG,AMX,RAD,LIN, CLI,FUR,RFP, VAN , TMP
22 S22 J A L R 2004 PG,AMX,RAD, LIN,CLI,FUR, VAN, TMP
- AHO0S2 ST T 5004 PG, AMX, RAD, STR, TET, LIN, CLI, SMZ/TMP, VAN,
CHL, TMP
24 $23 TR B A 2003 PG,AMX,RAD,LIN,CLI, VAN
25 S24 W 2002 PG,AMX,RAD,LIN,CLI, VAN
26 S25 LRI £ 2002 PG,AMX,RAD,LIN,CLI, VAN, TMP
27 $26 VLA 2 il 2002 PG,AMX,RAD,LIN,CLI, VAN
28 S27 A 2002 PG,AMX,ERY,LIN, CLI
29 $28 wIN=e 4 ki 2001 PG,AMX,RAD, LIN,CLI, TET, VAN
PG,AMX, RAD, GEN, TOB, STR, NTL, DOX, TET, ERY,
30 J3 S A R 2000 AZM, LIN, CLI, OFLX, LEV, CIP, NFL, ENR, SMZ/TMP,
NFT,FUR,RFP, VAN, CHL, TMP,NAL
a1 MNI e — 5000 PG,AMX, RAD, ERY, AZM, LIN, CLI, SMZ/TMP, VAN,
CHL,TMP,NAL
PG, AMX, RAD, GEN, TOB, DOX, TET, ERY, LIN, CLI,
32 N2 s T K R R 2000 OFLX, LEV, CIP, NFL, ENR, SMZ/TMP, VAN, CHL,
TMP,NAL
33 El Yo R T I 8 2000 STR,LIN,SMZ/TMP ,NFT, VAN, CHL
2 W2 s T 5000 PG,AMX,RAD, GEN, TOB, DOX, TET, ERY, AZM, LIN,
CLI,OFLX,LEV,CIP,NFL,ENR,SMZ/TMP, VAN, CHL
- _ PG, AMX, TOB, DOX, TET, ERY, LIN, CLI, CIP, NFL,
5 H HRAE KA 2000 ENR,SMZ/TMP,CHL , TMP,NAL
36 $29 R A 1999 PG, AMX,LIN, CLI
37 S30 IRy ] 1999 PG,AMX,LIN,CLI, VAN
38 Ba g 1996 PG,AMX,RAD,LIN,CLI, VAN
39 S31 TR ME R 1993 PG,AMX,RAD,LIN,CLI,FUR,RFP, VAN
40 S$32 TR BRI A 1992 PG,AMX,RAD,LIN, CLI,FUR,RFP, VAN , TMP

VBB G ITER + 7 F A K A ORI b
Notes: “ # ”indicates the strains that were detected carrying the plasmids.
2.2 JRAEIESUEE

A FORAGIN , 25 5 K B 15 BRI 2 B 5
JRE, Kt %N 37, 5% , 43 H| R A Takara J¢
TIANprep 57 & FEHUTUR: , #RHE 4% T 2 5030 ok
PREZE SR . K 2 &) 3 Hal DU Y, #5370k 4%
Wi/ DI 3 4, B2 WM 8 4, ikl DNA 4
EcoR 1 J Hind T W Y) 5 , Fi (v 8 & A4 T A%
b, HAT BB R B 25 B0 2 D)5 0, ) 5
Bk A/ 12. 60 .5. 67 4. 31.3.10.2. 01 1. 59 B2 WEKSEREREE
T 1,41 kb W 5 B4R 8.6% 17.2% . MNZEBIATR K g : M. N — Hind Tl digest DNA Marker; 1. S1;

€ 0% 6.0% 15 5% 8 6% % 8. 6% Hr 80% 2.52; 3.83; 4.54; 5. 55; 6. S11; 7. S12; 8. S16; 9. $27; 10.
:9% 6.9% \15.5% 8. 6% J 8.6% , HH1 80% $20. 11.S30; 12. W2, 13. N2; 14. H5; 15. MN1,

73.3% \33.3% Ml 33. 3% WK H & A 5. 67, Fig.2 Plasmid profile of A. hydrophila
2.01.1.59 2 1.41 kb R/PRIFRI (£ 2) . 5 From left to right: M. \ — Hind Il digest DNA Marker; 1. S1;
IR0 — % Sk T8 AH [a) H i 24 28 70 AH (DL ) R Bk, SRR 2.52; 3.83;4.84; 5.85; 6.S11; 7.512; 8. 5165 9. $27; 10.
PRl % TG 47 6] 33 A A 7], U0 MR S 1 .S2 . S3 . $29; 11.830; 12. W2; 13.N2; 14. H5; 15. MNI.

10 11 12 13
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MZEBNE M K : M. N — Hind 1l digest DNA Marker; 1. SI;
2.82; 3.83; 4.54; 5.S5; 6. S11; 7. S12; 8. S16; 9. S27; 10.
$29; 11.830; 12. W2; 13.N2; 14. H5; 15. MN1,
Fig.3 Plasmid macrorestriction map of A. hydrophila
From left to right: M. N — Hind 1ll digest DNA Marker; 1. S1;
2.82; 3.83; 4.S4; 5.85; 6. S11; 7. S12; 8. S16; 9. S27; 10.
$29; 11.830; 12. W2; 13.N2; 14. H5; 15. MNI.

S5 #4355 A VL0 5 BHAR B, B ik W2 (N2 ¥/ 5
B AR KR R BE (2 T R S1. S16 X U A AH
[v], Tiif 245 28 U A AR AL, SOk 135 B2 it D) [ i kAR
FHIFL, AT AR 33X A AR TR 2 () A — o 2 B ) 35 A A
Kol o U ANXT T 485 7 SR A0 TR PR , T 24 1% 4 45 1)
PRARAE A 1 TR 25 I E A — 8 D T 2535 R T
PR, ANk W2 N2 MN1 435l it 19,20 12 Ff4¢
AR ABXE 5 A TURA , I P AR S11.,S12 827,
$29 .S30 4l 7.6 .5 4 5 i &R HA 0 6
~ 7 Z R (1 2) , 3R WY H T 25 P 5 Bk 9 4L
AR/ NEA B EE LR
2.3 [RALHBREMRAIE S EIE R AR
15 PRAEAHT FORL I 245 17 28 EB 203 48 h )5,
HEAT R DNA A | il ) B 25 B0 e, Aol & 21
JIT A TR R R B 43 4% 4 T TR, R T BR R R
100% , JFokifs SRS & A T B8 A8 4k (&l 4,
5) . HHA 3 BRIE (S29 N2 (H5) ik & AE T BR
MG AR 25 R BIR R A AL A 12 BE AR H
ST 245 3TN K, B TR A G 4% 53 53 i % i
2 DR 5 R 22T 59 791 Ak 3R £ R e TR i 4 TR 3 R
KAEARG . SR EB AbHE Y TR Pk o 2 SR B e X 28
WERR RIMER AR R TR AHER
AR R BT 25 1k 2 R SRR T R Y
TRURRA: 3G 5, L AR BERR Tl R 2R T 2 K Y
FEAR T 15% 5 & 25 19 0 R K/ 12060 4. 31
3.06.2.42 2.34 2.01 .1.80.1.59 J% 1.41 kb(#
2,%:3) . 43R Takara & TIANprep 7] £ &
WUsRL, 283 5 WK IR L, 45 R AT A

Ik, AR EB X W 7R B BORE T B R AR A
SE o M2 PR ORI BRI 45 SR R W], TRl — Bk i
R T X AN ] P /KRB T BAT AN TR 9 TR PR AR

23 45678 9101112131415 M

4 HRERAEE
MZEBN AWK H9: M. N — Hind T digest DNA Marker; 1. S1;
2.82;3.83;4.584; 5.55; 6.S11; 7. S12; 8.516; 9. S27; 10.
$29; 11.S30; 12. W2; 13.N2; 14. H5; 15. MNI ,
Fig.4 Plasmid profile after curing
From left to right: M. N — Hind 1l digest DNA Marker; 1. S1;
2.82;3.83;4.54;5.S5; 6.S11; 7.S12; 8.S16; 9. S27; 10.
S29; 11.8S30; 12. W2; 13. N2; 14. H5; 15. MNI.

B S5 Hb R RN Y EE
WEEBNARIR N M. X — Hind T digest DNA Marker; 1. S1;
2.82;3.83;4.54;5.85; 6.S11; 7. S12; 8. S16; 9. S27; 10.
S29; 11.S30; 12. W2; 13.N2; 14. H5; 15. MN1,

Fig.5 Plasmid macrorestriction map after curing
From left to right: M. N — Hind 1l digest DNA Marker; 1. S1;
2.S2; 3.S3; 4.54; 5.55; 6. S11; 7. S12; 8. S16; 9. S27; 10.
$29; 11.S30; 12. W2; 13.N2; 14. H5; 15. MNI.

3.1 BEkSEHEpENHGYaRESEN

S TG K R B A R R i B AT
O A A DRI, (EL 2 4% Hb T R T 245 0K 250 PR AS T
] AR [ SF Y5 T 47 A 2 57270107 ARk B
40 BRI B — MBI 251 (F&H R G TPy
B Sk B 5E ) T 25 3 5y 5k 98% L 98% K
75% , R 2 S W K A P T o e
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F2  BIRLHRETE M R EE Y] B R E RN SRS T L
Tab.2 Reversal of macrorestriction map and antimicrobial resistance after treatment with EB
[l it 0SSR IE 2 PR L4 ( x 10° bp) [FE R a
isolate no. plasmids size changes in antibiotic resistance
S1,S5 5.67,2.01 PG,AMX,RAD,LIN,CLI, VAN, ,NAL, (RFP)
S2,S3 5.67,2.01 PG,AMX,RAD,LIN,CLI, VAN, ,NAL, (RFP)
S16 5.67,2.01 PG,AMX,RAD, LIN,CLI,FUR
S4 6.56,2.34 PG,AMX,LIN,CLI, VAN, NAL
S11 12.60,5.67,4.31,2.01,1.59 PG,AMX,RAD,LIN,CLI,FUR, VAN
S12 12.60,5.67,4.31,3.10,2.25,1.59,1.41 PG,AMX,RAD,LIN,CLI, VAN
S27 5.67,3.10,2.01,1.59,1.41 PG,AMX,ERY,LIN,CLI, (RFP, VAN)
$29 5.67,3.10,2.01,1.59,1.41 PG,AMX,LIN, CLI( 75 4k)
S30 5.67,3.10,2.01,1.59,1.41 PG,AMX,LIN,CLI, VAN
PG, AMX, RAD, GEN, TOB, KAN, DOX, TET, ERY, AZM, LIN,
w2 12.60,5.67,4.31,2.01,1.80
= CLI,OFLX,LEV,CIP,ENR,SMZ, VAN, CHL
PG, AMX, RAD, GEN, TOB, KAN, DOX, TET, ERY, LIN, CLI,
N2 12.60,5.67,4.31,2.01,1.80
— Bam— OFLX,LEV,CIP,ENR,SMZ, VAN, CHL , TMP,NAL( Jt254k)
PG,AMX,TOB,DOX, TET,ERY, LIN, CLI, CIP, NFL, ENR, SMZ,
H5 12.60,7.21,5.42,4.86,3.20,2.42,1.63,1.05
I CHL,TMP ,NAL( J&781k)
MNI 7.21,5.42,3.06,1.80,1.41 PG,AMX,RAD,ERY,AZM,LIN,CLI,SMZ, VAN, CHL , TMP,NAL

T T RIZACR ORI Bt g 5 okl S 25 1 2 2%, 155 AU 25 W B0t phy A 22 D e

Notes: Underlining indicates loss of plasmid and resistance after plasmid elimination treatment, bracket indicates the susceptibility from

intermediary to sensitive.

%*3 EBAERIEEKMEENTL
Tab.3 Percentage of resistant strains before and
after treatment with EB

i 2550925 (% )
AEE changes in resistance rates
antibiotics JSLikE] Vs
before treatment after treatment

LIN 100 97.5
AZM 7.5 5
FUR 35 30
VAN 85 70
ERY 17.5 15
NAL 27.5 12.5

VUMK (1 it 25 % 90% K FAth 2 3 i 3B 19 A
P X B AR B - R E e
AP AR 254, A S A O W K R X
HRRI LY 25— R0 A M RebE . S5
MOAT RIS 25 W) (AR AT B2 2K TR R ) BTl s
R BT 22 PR 3, AN U 6 o ik
22 RREAYE R, Xt LR 25t 25 308 85% LA L.
AR50 I K S T R S A Y B

BARBIT 2523 (7. 5% ~10% ) , H 0T iR~ 8
FHURR, 35 1 e P U o 2 Rl o 4
TARIE , W BE A B A 2 B SR e , AN )
B 2= A . XSS R AT DAVE A I R
WIS, (HIET 2000 440 55 )4 1 W68 g K
SRR, T 25 G R B E I B R U T
PR 198 ANy 7 A T 24 P 1 S A TR 25 24 )
PR T 2 X S IR A R AR R WAL Sk e LI
iE ORI B A E, B A R 2 Al A
S Jennifer 255 3 56 HIE 52 M [ 4R RS R 43
BN, L 25 B AR Tl A Rk
kR, XA R 2575 P R I Sk PR 3 3
W 7K/ BRI RS 245 0 22 R T 24 ) 2 B A
3.2 BKSEMANRNSHAENXR
R e R BRI YL e (AR S DNA, #5417 2
RIS 24 5 R, 76 20 P T 245 PR A% 46 rh ok 35 R %
PIVE R o AR U0 25 S 3 W g I =B AT i 245
HEoRi R MR NEAEA BN EELR, XS
TGP RS A e — B, (A5 Rk N B
FEN ARG 7K R TR T 2450 5 2248 DL 5ok £ 78 A
Kotk AHTC BURLER AT I HE DL R A B ik L LT 24
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PR 55 5 O TCA G S I HIfFE 22 . T
JoR 7E S B A v 2 B AN R (R S5 R AL, A
ASOGHER I A B A T A A AR AT P2 A AR R i
2, PRLIHGCR SR it U1 1 35 P EERS B 1% 0 B S5 A
RN AR 36 38 35 % 5k DNA 47 3R DT,
R BA AR [ HL it 245 28 AR DL (%) B bk, s (51 3%
T BT A AR ], 35 5K P 2522 iR g 1 4
W—3, BTk DNA 283t Sl Y) 5, A [ 5ok 3%
(R TR AR [0 A7 2 BOUTL 25 A0 [R) RN 1 SR 257
W80% 1y P&k & A K/NHA 5. 67 kb 1 Ji ki,
73.3% WP & A K/ R 2,01 kb (1 BTRL, AT A
'5.67 kb 2 2.01 kb (1) J5TRL A W8 7K B TR 1Y)
AT B

AR SR FH EB i#E47 UKL R SR F 97 50k
KNSR R H il F bR 58 2T bR s,
JECRL I BRI JS B R TE ( 3R 2) AN RE a7 5L UG e Jir i
W) TR ER R AN 25 R ANE K . S5 R B, Kb
2.01 kb BORLIHERIG A 4 BRIA X ZRIERR L 7 i
TR E R, TV AR ER TR
(TR 2Pk 252 i K/ A 2001 kb (1 ORI A 5, 5
FEAEITA % 2. 01 kb FURLAHT 1Y B AR AR 154 1%
PR 250, ATRE (1) 5 Bk i /NER 4 36 R 5 2k
%5 (2) AR REE R, DNA 253 B V) )G, R2Y)
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Analysing plasmid fingerprinting and relationship between plasmids and
resistance in Aeromonas hydrophila from fish

HONG lJing, PAN Lian-de”
(Key Laboratory of Exploration and Utilization of Aquatic Genetic Resources ,Ministry of Education ,
Shanghai Ocean University ,Shanghai 201306, China )

Abstract; To survey antimicrobial resistance, plasmid fingerprinting and relationship between the size of
plasmids and resistance in Aeromonas hydrophila strains which were isolated and collected from fish at
different time and in different areas in China. Antimicrobial susceptibility of 40 strains to 29 different
antimicrobials were tested by K-B; plasmids DNA were obtained by alkaline lysis and digested by EcoR |
and Hindlll ,plasmids elimination were treated by EB,then analyzed by agarose gel electrophoresis. Results
showed that Aeromonas hydrophila exhibited high antimicrobial resistance ,almost was multi-drug resistance ;
Out of 40 strains, 15 strains ( 37. 5% ) contained plasmids; The relationship between the antimicrobial
resistance and plasmid fingerprinting showed that the number and size of plasmids the strain carried had no
significant correlation with its antimicrobial resistance. Plasmid fingerprinting indicated that the strain with
the same source and similar antimicrobial resistance would have similar plasmid profile and macrorestriction
map. The rate of plasmid elimination for 15 isolates was 100% , but partially eliminated ; meanwhile, the
resistance phenotype of 12 isolates partially disappeared, suggesting that plasmid and chromosome encoding
the resistance genes,2.01 kb plasmid was associated with the resistance to Nalidixie acid and Vancomycin.
Key words: Aeromonas hydrophila; antimicrobial resistance; plasmid profiles; macrorestriction map;
plasmid elimination
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