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Tablel Nmmuber and weight of three expermental fishes
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B8 bi:h 5 3 500~ 1050
EImbrE e 7 7 100~850

RuSTR 3 8 400500

%L RY ARk )N A ST RE 2L Atk (sm) BE L IERE £ AR REGHN CA, mNEER
REEGRIDE, BRANM m fom 3k 2,8 Mt b1,
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Ef e aks B LT LK 2, WEMSARRE 3~6, HRFEILE 6.
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Table 2 Number of &iploid chromosome of three species
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Table 3 Data of karyotype analyses of Cirrhinus molitorella (f +83)
Af By o4

%5 -1 (=4 b ERa Dy RS E W HAREE R®RE ¥ B
A, 1.0820.09 | 4. 700,06 | B 2.00+0.02 | 5.27+0.09 G, 8.3910.28 | 5.91+0.12
A 1.871£0.02 | 4.5020.08 | B 2.6020.07 } 4.761 0.0 C, 4.55+0,12 | 3.9410.11
A, 1.41+0.08 | 4.2020.311| B 2.80+0.04 | 4.73:£ 0,07 C, 5.53710.08 | 3.7310.09
A, 1.1020.10 | 4.1612 0,12 B, 2.0820.08 | 4.26+£0.08 Ce 8.6110.17 | 8.44+0,18
Ay 1.49+0.09 | 8.8410.04 E, 2.0410.03 | 4.14 10,09 C, 8.78+0,08 ] 3.37+0.11
A, 1.38+0.09 | 8.431 0,08 B, 2.4810.05 | 3.92%0.11

Ay 1.081£0.10 % 3.4210.07 B, 2.8410.08 | 83.84>0.07

Ay 1.86£0.15 | 8.8010.04 By 2,82+0.09 | 8.7110,11

A, 1.1410.,08 | 3.2110.15 B, 1.,8810.08 | 3.6710,06

By, 1.78+£0.11 | 8.58%0,10
By 1.77£0.08 | 8.47+0.08
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Table 4 Data of karyotype analyses of Cirrhinus mrigala(X +83)

AH B o4 D
RBE® b ENKRE RS E th | ERRKE (&S] B I | EMKRE RS B th| HNEE
Ay (1.2410.08/4.70+0.05) B: |2.49+0,175.5020.10 €, (3.23+0.01/6.16+ 0.10[ D, oo [4,66+0.01
A;|1.1720.06/4.22+0.19) B: [2.00+0,18/4.4020.04) C; [3.38+0.06/4.8840,12| D, o 4.03+0.10
Ag|1,40£0.028.71+0.03| B; [2.88+0,0814.2020.11| C; 3.37:0.12,4.3710.11 Dy 2 3.62+0.02
A 1.50+0.10[3.46+0.17 B, 12.36+0,004.1720.01 C, [8.40+0.203.68+0.09 D, oo 13.39+0.06
Agl1.1240.11)3.08+ 0,08 Pg (2.45+0,208.7810.04] Oy 4.10+ 0,113,641 0.07] 5 so  |3.24+0.04
By [2.00+0.1813.71 £ 0.02| Cy [8.50+0,08/3.40% 0.07} D e |3.00%0.09
By 12.12+0,11/8.54 £ 0.05
B; [2.21£0.188.22 £ 0.08
*5 BESFEY @ RARMTEIR(X +8:)
Table 5 Data of karyotype analyses of Labeo rohita (X + Sz)
A B (o F:| D4
SE W th | AR &2 B b [ ARATRE (FS B | BEEE RS B | HATRE
Ay [1.10£0.0514.40£0.02) B; {2.92+0,075.28+ 0,18 Cy 4,57 £0.02/6.46 £ 0.01] D =  |5.781 0,01
A3|1.1020.044.2610.02 B: [2.97£0.015.14+0.11] C; [6.67£0.12(6.56+0.04] T} o |3.6210.01
A, [1,1120.05/4.0020.03| B, [2.84+0.084.82+0.01] 3 |5.92£0,28)3.8020.03 Dy =  |3.48£0.0B
A, |1.55+0.043.48+0.04 B, [2.30£0.193.44 0,08 C, [3.4210.12/8.54+0.18 D, o 13,80£0.01
Ag|1.41+0.063.24+0.07 By [2.6240.01j8.38+0.18 C; [4.835+0,183.52+ 0,13 Ds oo 3.06+0.01
By 2.12+0.143.22+ 0,02 Cy [3.7320.16/3.4820.05] Dy co  12.92+0.06
By [2.09£0.043.14 0.02
By 11.9720.022.70+0.02 -
*6 SHERENEERRE
Table 8 The sign of karyotype of three species
2N o oa R - 4 2} %
50 18m +22sm + 10st 90 st Hufsfh F LS
EWmEesa 5O 10m + 16sm + 125t + 124 76 sm, st, t e@d - REHE
B 5 5 BY 80 10m + I6sm +12st + 12t 76 st, t Qe tk L K

g iy 2N=50, AN=90, gi9% m.11 2} sm, 53 st JeBRARA 1. HRSKS
BEDGRTEVHRRENFES(ET). BATBRAKL, BYCK, HNKERRN s, XXRN
smy, BN m, . S HIA 5.91.6.27 #18.21, FE st AAhA R AKEE L AR FE.

Eminhrek A aik By 2N=50, AN=78, 5% m, 8 & am, 6 %} st &1 6 3} ¢ PG ARGE
2). RERSEXRENGERER(GET). BHKERKN s, (8.18), XXy sm, (5.60), M/NPH
(3.00), 7 sm st 1 t EREREABIR ARk,
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EREEERaRE0y 2N=50, AN=76, gi53f m,8 5f sm,8 X st 716 X ¢ JemprA K (A 3),
HERSHEEFES FREN—NMSREERENERBRRET ). BNRERKHN &, (6.46),
RS £.(5.78), By sme(2.70), 7 st 1t AR AT AR,

A“““““““l‘“‘l“*‘ A Rl,ll"xluxu_
R R - BUREREN MRS, WG AR A RA ee
s kD W B AR ZAAK.  BE AR AN " oax an

aan a3 Ax T M RE R 63 B2 on O U AA An e A 32
¢ 6 Ak A% AB an DM RALA A ve D AL AR AN A aalan

M 5 =ieaniihaikaR Attached fip. Karyotypes of three spoics
1, 85 2. EMMARE 3. BRETR
A hpEgstd B ThEHsbRat C ERELLialk D e sfeaEk

R7T NEEERBZHNELAZIMNER
Table 7 Comparison of karyotype of three species by several authors

33 & Y] B T

2N BB AT f£ #F |2N BRI A eS| 2N BRI i &

B0 {20m + 26sm + 23t + 24| BEHE* | 50 [8m +63m + 1dst + 224 B0 [6m +4sm + Idst + 266 | 2
R 10m + 168sm + 126 + . 10m + 16sm + 1838 + | &t A ag

50 |20m +28sm + 23t + 2% (1984) | B0 12t *1 iy 124 (1986)’

5 10m +16sm +12st +
B0 | 18m +24sm + 103t (1986) ¥ B¢ | yo¢ ! = T
B¢ | 18m + 23sm + 103t .ol

"R, 1082, SR AR AEARAR ARRNTI, BUkETERL BT,
5] {7

1. ZMaBRIISENEERRTEREE ZHENPaERERR IN=50, B4y %0,
BB 76, REFBELMNRAL BRPEEHN o, EZARREERETHEER; £
AR AEERE m; ZHAaXERAKEE P HTHE, 8aFRSHRNEROKTEE ¢ ek, BF
B A(AN= ), ER NS ENRHEFRABLEERS, BEYINAN=T6), BamEDR
EFSERBUSERT S RENBANASEAE RAESOWMALRERE(ET); 25
mERENBENSEXNERERRR(ET), BRXE2RNERETHASARNERZMN, 7
BERANSREFARER. REFRERERZREX.

— BN E—E RS EN T, RS | REERNMHEAREY, MRAERS m f1m QuifkE
ABFHET, Arait OSBRI A B RNH RN E B REEIR ek B R BN, X R R
RE RANRBERUAR, ZHANRES. ZRNUSSNENEFTFELATFAE, RASIRLH
LA R LER, ENUNEERENRERX R,

RARSS MR AL EEN RO AR Y AR SIS ECHR AN S48, T3
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ZAYREEBNE L, DERGERR, BENSLGEEY 5ESERERBHELIMNEEZ
Ffb. WAXENTHZMARE , BEFRMZER NGRS BARR, BHEIEE, F2RIN
BRiEAE, FXL NECRBIFHEREMRLNT, ERZZHERTLD 0%, HERERASTR
Pl TR

2. XTHANBEPNAEBRS RS MM ROTERARYS—E7E, IE b st PHA
EEERHRURSY 2,058 —&. RORAMEEEHVOKLRYE, NEN 2~3us/(e hE), 3~
8.5 /N ERBERAFEITHEREFALSFHE, MER & K MEERE,BEHEE. RMAY, EZERNAER
PGB EN, B OAEBR— B, —MES B R TR HR , B0 B3 R R800rpmiY
N 1200~1500rpm, B4 5~T7 48R RAE A A S REREE S, — RS ARk HATAL
BAELFTATHIMRNEN SR EAY 2. b4, b o 5e & R R REFNLRS
AE SRR SR AS A
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